EEEEHREODREICED ST/ LT —ARA1S5VRC K DEBERFIREDHEE

C3 =}
B3

2.

ﬁ%?\?&%ﬁ(ﬁ%ﬁ?ﬁ) DEEFEEERITDLHDT /) LT —RISVADHEILZBiEL. REREKEN S/ ONTRAZERAVCERFREEI G OHEZE
t Voo

PUES
ERDOKEIREHE21EICERH S NTZARIK
2023FF18BEXTIFIEETHEFT8001&MAR/1B (AtL. BH254 001&K/38) 581 9:BLUEIEEET2 001R{4/:E (A%t B 1001%{K/:B) = BRICIRE
FERGIREEI SN AE
7 LT —9%EIC, Pango lineageZRE (Nextclade version 2.14.0 T=Ef#E).
- BFERBOBREBSZEZEOVRTAVIRIRETIVIC T vhS BB EDREEIGDNFHEET O,
58
« HBERERDT Y LEMROMBICERGSEEZRTEL CVWVRNC & RUBSHIBONRHZEERT D & g (FERER) DRYICDOVTIFRERFRT
[FZEAA (RICHIER) ThY, i & DRAKREDHERE TET RV (RA £EEDO DDA ERE) o

o AY—RITVZADNRIL KERERKEEICER D SNIARE T, @RICEFRIKRE 2 22 UTIEADIRERAENALTHY  RHREEDHEN LBV < E
FROMIBDREGIRNRE RIRUPT N EEZS5ND,

I
- RASAICIVIRADHETTEIRR D, EE—RDODRAT—ILH S5 F AICHET SAKRICREUZIBE TEEENSMERIEFERTH o7z,
COG-JPICEHBENSEHINIZT — Y& ERUREDHEE LB UIzEC 5 £ERMERILERR TH D72,



FREREESOERE (4R18RR)-ZEOI R T 1Y I EIRET IV (E LR EMR TR

650635680200200200200200200200200200[200200200200200200200200200200200200200200{1998181161/166/155165155 197|179 199 181/194200200201[205206203204 206205(193

FRARER

1.0
R

Others

Omicron(BA.2*)

Omicron(BA.2.75%)
— Omicron(BA.4%*)
— Omicron(BA.5%)
— Omicron(BQ.1%)

|
|
|
|
|
|
0.81 |
|
|
|
| — Omicron(XBB*)
|
|
|
|
1
|
|
|
|
|
|
|
|

o
fo)

— Omicron(XBB.1.5%)

— Omicron(XBB.1.9%*)
Omicron(XBB.1.16%*)

— Omicron(XBB.2.3%*)

— Omicron(EG.5.1%)

— Omicron(XBB.1.5.70%*)

— Omicron(HK.3%*)
Omicron(BA.2.86%*)
Omicron(JN.1%*)

FHRHFHARDOE &
~

.01

Mmoo MMmMmoMnmmomMmMmMmon MMM MMM T T TTTTTTTITTTSIST ST TS
Lo T e o Y O Y o s O o O o O Y o O o Y Y o O VN O O o o O o o Y o B A I A I I B I R I R R |
COQCOO0O0O0OO0 OO0 OO0 OO0 0000000000000 0000000000000 00000000000
[ I o VR VA A YV o VA I oV AV o AN VN o VA oV VI o VB o VI eV B VI o B VI o VI o B NI e VB e I e I I VI eV o VI B VI o I o B VI I VI e I eV I e I o I el o\ B e I oV oV I oV AN o U o VX o VR o\ N I e VI o
37 ME=
IR EREGE

2024-w15=2024%5 1518
2024%4H88-2024%4R 148

RIFREFRIVEC EDEZRFOREEIS . IN—(FI5%EREED LRETRERT . ERAENGHDEEDHEERZRET M. ISNEHREEXRET Cnd.
BA.2'12BA.2.75" . BA.2. 86*EF>‘<J:OJN 1*Z5<. BA.2.86*IXIN.1*Z[R<, BA.5*EBQ.1*ZkR<, XBB*I&XBB.1.5* . XBB.1.9*  EG.5.1*. HK.3*.
XBB.1.16*& & UXBB.2.3*Z<. XBB.1.5*[3XBB.1.5.70*Zk#< XBB.1.9*IXEG.5.1* HXUHK.3*&fR<. EG.5.1* [FHK.F*ZR< " MMIRKEZ D)o
E15BTIFXIN.1*H165%. BA.2.86*131%. HK.3*1'3%. EG.5.1*"M1%Z LD EHEIND,



	民間検査機関の検体に基づくゲノムサーベイランスによる亜系統検出の推定
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